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Preface

This volume contains papers presented at the German Canéon Bioinformatics, GCB 2006,
held in Tubingen, September 19-22, 2006. This annualriatemal conference provides a forum
for the presentation of research results in Bioinformagind Computational Biology. It is run
on behalf of the Fachgruppe “Informatik in den Biowisseragtdn (BIOINF)” of the German
Society of Computer Science (Gl), the AG “Computereinsatden Biowissenschaften” of the
German Society of Chemical Technique and BiotechnologyGBEMA), and the Studiengruppe
“Bioinformatik” of the German Society for Biological Chestry and Molecular Biology (GBM).

The conference opened on September 19th, 2006, with thenoly four tutorials: “Introduc-
tion to Phylogenetic Networks” given by Daniel Huson, “KefrMethods for Predictive Sequence
Analysis” given by Gunnar Ratsch and Cheng Soon Ong, “Mjtire Biomedical Literature: State
of the Art, Challenges and Evaluation Issues” given by H&@giatkay, and “Non-coding RNA -
No Longer the Dark Matter in a Cellular Universe”, given by Wang.

Six leading scientists were invited to give keynote lecdur&ene Myers (HHMI, Janelia Farms)
spoke on “Imaging-Based Systems Biology” and Detlef We{@#PI, Tubingen) on “Genome-
wide Analysis of Sequence Variation in Arabidopsis”. A tratio focus was placed on Protein-
Protein Interactions and this was reflected by the topick@bther invited speakers: David Jones
(University College, London) spoke on “Docking protein dains using a contact map represen-
tation”, Cedric Notredame (CNRS IGS, Marseille) spoke onrithining Sequence Information
with T-Coffee”, Rob Russell (EMBL, Heidelberg) spoke on $Ping Details into Interaction Net-
works”, and Mukund Thattai (NCBS, Bangalore) spoke on “Eting evolvability: The hierarchi-
cal language of polyketide synthase protein interactions”

The technical program additionally contained seven shapeps and 12 long papers, which were
refereed and selected from 62 submissions by the progranmites. Additionally, over 100
poster abstracts were accepted for presentation at thermessions. This volume contains all
long papers and abstracts of the invited lectures. The pabgtracts appear in a special abstract
book together with the short papers. The conference wadumbeat with a special session on
“Bioinformatics in Germany — State of the Art”, in which thedi DFG-funded Bioinformatics
Centers at Bielefeld, Leipzig, Munich, Saarbriicken antimgen reported on their work.

Thanks to the members of the program committee and theieaglles who gave their time to
referee the submissions, and to all that helped locallydamze the meeting. We are also grateful
to all presenters and participants, whose contributiodsmsteractions made GCB 2006 a success.

Tubingen, August 2006

Daniel Huson

Oliver Kohlbacher (Local Chair, Program Co-Chair)
Andrei Lupas (Program Co-Chair)

Kay Nieselt

Andreas Zell
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